Table S1. Comparison of TSPs mapped experimentally and called by PlatProm1 within the genome of Salmonella Typhimurium LT2.

	Promoter 
	Experiment
	PlatProm scan
	Promoter
	Experiment
	PlatProm scan

	(strand)2
	Coordinate(s)
	Ref.
	Coordinate3
	Score
	(strand)
	Coordinate(s)
	Ref.
	Coordinate
	Score

	leu(-)
	1339384
	1
	133938
	7.87
	ompS-P2(+)
	2077481, 82
	59, 60
	2077482
	14.81

	panBC-1(-)
	213296, 97
	2
	213290
	6.92
	ompS-P1(+)
	2077511
	59, 60
	2077509
	12.77

	panBC-2(-)*
	213310
	2
	213305
	11.48
	cspB(-)
	2079582
	61, 4
	2079580
	10.54

	htrA-P1(+)
	244277
	3
	244276
	4.25
	cob-3/cbiA(-)
	2114203, 9
	62, 4
	2114203
	6.54

	htrA-P2(+)
	244445, 46, 52
	3, 4
	244441
	12.45
	cob-1/cbiA(-)
	2114232
	63
	2114232
	9.86

	gesA(-)
	398338
	5
	398341
	6.1
	cob-P2/cbiA(-)
	2114263, 75
	63, 4, 62
	2114276
	12.23

	golT(+)
	398531
	5
	398532
	8.72
	pocR(-)
	2115360
	64
	2115362
	6.51

	golB(+)
	401376
	5
	401377
	7.21
	pduF-P2(-)
	2116501
	64
	2116498
	7.13

	iraA/yaiB-1(+)
	436881
	6
	436889
	8.46
	pduF-P1(-)
	2116604
	64
	2116608
	13.12

	iraA/yaiB-2(+)
	436954
	6
	436955
	10.73
	pduA(+)
	2116722
	64
	2116722
	10.57

	brnQ(+)
	453083, 84, 86
	116, 4
	453086
	12.82
	hisG(+)*
	2149387
	65
	2149387
	13.21

	copA(-)
	560507
	7
	560508
	11.9
	wzz_st(-)
	2157849
	66
	2157844
	12.44

	fimZ(-)
	611121
	8
	611106
	8.24
	udg/ugd-1(-)*
	2159244, 47
	67, 68,4
	2159245
	12.89

	fimW(-)*
	613333
	9, 4
	613333
	15.89
	udg/ugd-2(-)
	2159186
	68
	2159184
	10.45

	ramA(+)
	638853
	10
	638850
	10.05
	rscDB(+)
	2367275
	69, 70
	2367273
	7.93

	fepE(+)
	649550
	11
	649551
	10.91
	rscB(+)
	2369939
	70
	2369938
	3.03

	ahpC(+)*
	670425
	12, 4
	670424
	9.98
	gyrA(-)
	2376384
	71, 4
	2376387
	9.59

	pagP(+)
	692138
	13
	692142
	12.29
	pmrG(-)*
	2403776
	67, 4
	2403777
	11.44

	miaB-P1(-)*
	735947, 48
	14
	735947
	3.77
	yfbE/pbgP(+)*
	2403895
	67, 4
	2403895
	12.97

	miaB-P2(-)*
	735975
	14
	735975
	6.09
	pmrD(-)*
	2411601, 2
	4, 31
	2411598
	8.82

	ubiF(+)*
	736031
	14
	736033
	3.57
	nuoA-P4(-)
	2439533
	72
	2439531
	4.43

	dps(-)(s-38)
	898031
	15
	898031
	9.54
	nuoA-P3(-)
	2439583
	72
	2439581
	8.62

	ompX(+)
	899294
	13
	899296
	10.17
	nuoA-P2(-)
	2439626
	72, 4
	2439626
	12.27

	Lrp(+)
	1036474
	4
	1036474
	9.46
	nuoA-P1(-)
	2439803
	72, 4
	2439803
	4.96

	
	1036484
	16
	
	
	flk(+)*
	2483549, 50
	73
	2483552
	4.68

	sodC(-)
	1130647
	17
	1130645
	7.89
	pgtP(+)
	2512086
	74
	2512086
	10.85

	sseI/srfH-1(+)
	1139779
	18
	1139768
	2.02
	mntH(-)*
	2524990
	75
	2524989
	12.87

	sseI/srfH-2(+)
	1139810
	18
	1139807
	7.61
	cysK(+)*
	2543198, 99
	76, 4
	2543199
	9.3

	pyrD(+)*
	1146929
	19
	1146929
	3.88
	cysP(-)*
	2556472
	77
	2556472
	9.3

	pipB-P2(-)
	1177374, 75
	20, 4
	1177375
	6.76
	amiA-P1(+)
	2560226
	78, 4
	2560227
	7.89

	pipB-P1(-)
	1177508
	20
	1177554
	10.32
	amiA-P2(+)
	2560262, 71
	79
	2560267
	3.63

	
	1177554
	4
	
	
	shdA(-)
	2633764
	46
	2633765
	9.08

	sigD/sopB(-)*
	1179973/4
	21, 4
	1179973
	6.24
	iscR(-)
	2683493
	80
	2683493
	12.83

	csgD(-)*
	1230526
	22
	1230526
	16.36
	asrA-P1(+)
	2686374
	81
	2686374
	8.25

	agfB/csgB(+)*
	1231047, 48
	23
	1231048
	8.78
	asrA-P2(+)
	2686386, 88
	81
	2686385
	12.05

	pyrC(-)
	1249597
	19, 4
	1249597
	3.41
	glmY(-)
	2707847
	82
	2707847
	11.91

	flgM(-)
	1257391
	24, 4
	1257391
	5.32
	rpoE-P2(-)
	2780155
	83
	2780153
	6.78

	flgA(-)*
	1258114/15
	4, 25
	1258115
	14.06
	rpoE-P1(-)
	2780220, 22
	4, 83
	2780220
	10.89

	flgB(+)*
	1258221-24
	25, 4
	1258221
	6.38
	pipB2(-)
	2928133
	46
	2928132
	12.99

	flgK(+)
	1265444
	26, 4
	1265432
	7.83
	virK(+)
	2928359
	46
	2928350
	4.65

	cobB-P2(+)
	1306575
	27
	1306572
	7.91
	mig-14(+)
	2929568
	13
	2929569
	10.6

	cobB-P3(+)
	1306818
	27
	1306826
	9.25
	nrdH/nrdE(+)
	2951791
	84, 85, 4
	2951790
	11.41

	sifA(-)
	1310931
	28
	1310943
	8.03
	proU/V-P1(+)
	2955698
	86, 4
	2955712
	6.58

	potA(-)
	1313232/3
	4, 29
	1313233
	2.9
	proU/V(+)*
	2955886-88
	87
	2955890
	8.37

	pepT-P2(+)
	1313309/11
	29, 4
	1313311
	8.29
	hilC-P1(-)*
	3013022
	88, 4
	3013022
	10.23

	pepT-P1(+)
	1313396
	29, 4
	1313396
	7.74
	hilC-P2(-)*
	3013093
	88
	3013095
	8.7

	phoP-P2(-)
	1319386
	30, 4
	1319386
	7.61
	orgB(-)
	3014488
	89
	3014489
	9.86

	phoP-P1(-)*
	1319397
	30, 31,4
	1319396
	8.21
	prgH(-)*
	3017552
	90, 4
	3017552
	14

	msgA-P1(-)
	1329731
	4
	1329731
	8.66
	hilD(+)*
	3017801, 2
	88, 91,4
	3017802
	14.02

	
	1329770
	32
	
	
	hilA(+)*
	3019506, 8
	92, 4
	3019508
	13.14

	msgA-P2(-)
	1329800
	4
	1329800
	7.82
	sicA(-)*
	3031454
	21, 4
	3031454
	10.79

	cspH(-)*
	1331067
	33
	1331067
	10.83
	invF-P1(-)
	3044054
	93
	3044056
	8.35

	pagD(-)*
	1331478
	31, 4
	1331477
	8.35
	invF-P2(-)*
	3044063
	90, 93, 94, 4
	3044063
	8.7

	pagC(+)
	1331681
	4
	1331681
	14.41
	invF-P3(-)
	3044562
	94
	3044560
	6.99

	pagC(+)*
	1331692
	31
	1331692
	6.36
	invF-P4(-)
	3044574
	94
	3044571
	8.1

	agsA(+)*
	1335458
	34, 4
	1335458
	8.11
	rpoS(-)*
	3067052
	95, 4
	3067052
	11.4

	rfc/wzy(-)*
	1411458
	35, 4
	1411457
	7.34
	cysJ-P2(-)
	3092672, 73
	96
	3092675
	6.79

	nlpC(+)
	1421993
	36
	1421993
	11.91
	cysJ-P1(-)
	3092680, 81
	4, 96
	3092680
	14.01

	ssrB(-)
	1476955
	37
	1476953
	8.71
	gcvA(-)
	3135260
	97, 4
	3135261
	6.23

	ssrA(-)
	1479765, 66
	37, 4
	1479766
	11.01
	gcvB(+)
	3135317
	97
	3135317
	11.43

	ssaB(+)
	1479999
	38, 4
	1479992
	6.16
	amiC(-)
	3142829
	79
	3142814
	7.73

	sseA(+)
	1483281
	4
	1483281
	10.08
	STM3123(-)
	3283748
	46
	3283747
	7.3

	
	1483551, 2, 7, 8
	38
	1483566
	6.68
	STM3124(+)
	3284036
	46
	3284038
	12.5

	ssaM(+)
	1493281
	38
	1493280
	7.99
	metC(+)
	3320965
	98
	3320967
	6.33

	ssaG(+)
	1489502
	38, 4
	1489502
	9.89
	preA/QseB(+)
	3340374, 75
	99
	3340362
	7.66

	slyA-P3(+)*
	1519635
	39
	1519636
	3.02
	ygiW(-)
	3340679
	4
	3340680
	10.19

	slyA-P2(+)*
	1519688
	39
	1519686
	5.67
	preA/QseB(+)
	3340771
	4
	3340771
	7.82

	slyA-P1(+)*
	1519844
	39, 40,4
	1519844
	12.78
	ygiW(-)
	3340807
	99
	3340811
	4.93

	slyB(-)*
	1520935
	31, 4
	1520935
	10.59
	tdcA(-)
	3413440, 41
	4, 100
	3413440
	11.02

	ompR(-)*
	1550872
	41
	1550872
	14.9
	yhdG(+)
	3555237, 39
	101, 4
	3555238
	9.65

	rstA(-)*
	1552041
	13
	1552040
	7.39
	ppiA(-)
	3621870
	46
	3621870
	10.69

	dcp(+)*
	1589665
	42, 4
	1589663
	7.05
	yhiV-P1(-)
	3774408
	102
	3774416
	7.98

	marR(-)*
	1597959, 60
	43, 4
	1597958
	11.35
	yhiV-P2(-)
	3774538
	4
	3774542
	5.73

	aac/nmpC(+)*
	1655103, 4
	44
	1655104
	10.7
	dctA(-)
	3791609
	103, 4
	3791609
	11.87

	pdgL/pcgL(-)*
	1690769, 70
	4, 31
	1690769
	12.56
	amgR(+)
	3964345
	104
	3964334
	5

	ugtL(-)
	1691815
	4
	1691815
	8.53
	mgtC(-)*
	3965466, 67
	4, 31
	3965465
	12.72

	ugtL(-)*
	1691820
	45
	1691820
	6.22
	deoK-P2(-)
	3994544
	105
	3994544
	9.32

	sifB-P1(+)
	1692071
	46
	1692071
	5.96
	deoK-P1(-)*
	3994549, 50
	4, 105
	3994550
	11.02

	sifB-P2(+)
	1692127-29
	28
	1692128
	4.81
	deoQ(+)*
	3994764
	105, 4
	3994764
	19.24

	sseJ(+)
	1721244
	28
	1721249
	15.91
	glmZ(+)
	4141647
	82
	4141635
	4.48

	STM1632(-)
	1723350
	46
	1723346
	11.14
	cyaA-P1(+)*
	4146014
	106
	4146015
	6.17

	STM1633(+)
	1723563
	46
	1723562
	10.6
	cyaA-P2(+)*
	4146221
	106
	4146221
	12.46

	ogt(+)
	1753592, 3
	47, 4
	1753592
	3.33
	metR(-)
	4169551, 2, 4
	107, 4
	4169552
	9.37

	pyrF(-)
	1801375, 78
	4, 48
	1801375
	5.56
	metE(+)
	4169580,2,3, 9
	107,4,98
	4169581
	6.76

	cysB-P1(-)*
	1809450
	49
	1809450
	10.38
	udp(+)
	4174821, 3, 4
	108, 4
	4174821
	3.07

	cysB-P2(-)
	1809475
	50
	1809475
	8.28
	dsbA-P1(+)
	4204108
	109
	4204098
	3.21

	ompW(-)
	1828560
	51, 4
	1828560
	11.52
	dsbA-P2(+)
	4204165
	109
	4204150
	4.43

	hemA-P1(-)*
	1875748, 49
	52, 4,53
	1875747
	11.03
	hemN(+)*
	4211069
	110, 4
	4211069
	9.49

	hemA -P2(-)
	1875839-41
	4, 52,53
	1875844
	7.99
	metJ-P2(-)*
	4309508, 14
	111, 112
	4309509
	7.65

	lolB(+)
	1875886
	4
	1875886
	6.07
	metJ-P1(-)*
	4309573
	111, 112
	4309573
	13.79

	mgrB(-)*
	1937087
	31, 4
	1937087
	10
	metB(+)*
	4309676-8
	111, 112
	4309679
	14.49

	sopE2(-)
	1952757
	4
	1952757
	6.2
	metF(+)
	4318462,3,5, 6
	98
	4318462
	11.42

	pagM(-)*
	1962338
	31, 4
	1962339
	4.832
	metA(+)
	4400793
	113
	4400795
	3.61

	pagK(+)*
	1963124, 25
	4, 31
	1963125
	11.92
	metH(+)
	4408309
	114
	4408310
	5.27

	flhB(-)*
	2011457, 58
	25, 4
	2011458
	5.69
	siiA(+)
	4477387
	115, 4
	4477390
	10.69

	flhD-P1(-)*
	2022270
	54
	2022270
	9.62
	pmrC/yjdB(-)
	4536050
	67, 4
	4536045
	9.85

	flhD-P3(-)
	2022363
	54
	2022363
	7.09
	rtsA(-)
	4561917
	117
	4561918
	13.96

	flhD-P4(-)
	2022423, 25
	4, 54
	2022425
	9.61
	phoN(-)*
	4564373
	31, 4
	4564373
	11.1

	flhD-P5(-)
	2022597, 98
	54, 4
	2022598
	8.58
	mgtA-P1(+)*
	4699423, 4
	4, 118
	4699423
	11.67

	sdiA(-)
	2040406
	55
	2040405
	12.47
	mgtA-P2+)
	4699467
	118
	4699467
	11.06

	fliA(-)*
	2045495
	56, 25,4
	2045496
	5.7
	argI(-)
	4712789
	119
	4712787
	8.49

	fliD(+)*
	2049348, 50, 51
	4, 25,57
	2049348
	12.45
	miaE(+)
	4712886
	119
	4712888
	3.96

	fliE(-)*
	2056345, 47
	25, 4
	2056347
	12.01
	hilE-P3(+)
	4763220, 23
	120, 4
	4763220
	6.89

	fliL(+)*
	2063030, 31
	4, 25
	2063029
	5.88
	hilE-P2'(+)
	4763395, 9
	120, 4
	4763398
	13.33

	asRNA-fliR(-)
	2067196/7
	58
	2067194
	6.51
	hilE-P2(+)*
	4763408
	121
	4763410
	13.34

	rcsA(+)
	2067295
	58
	2067295
	11.83
	hilE-P1(+)*
	4763501
	121
	4763510
	6.67


1The computation of the σ70-specific position weight matrices for the promoters of Salmonella was performed by the method of successive iterations (expectation maximization) exactly as it was described previously (http://www.matbio.org/2011/Ozoline2011(6_t1).pdf). Promoters used for training are marked with asterisks. 
2The table is mainly composed of σ70 TSPs; however, the presence of promoters recognized by alternative σ-factors cannot be excluded. There is also a possibility that some experimentally mapped 5’-ends belong to the processed RNAs.

3Coordinates corresponding to the positions with maximum score in the cluster covering experimentally mapped TSPs. In the absence of expected cluster, we indicated position with maximum score within ±20 bp region. 
4If the coordinates of the predicted TSPs match with the experimentally mapped ones (+/- 2 nucleotides), the TSPs are considered as correctly identified and highlighted in green; if the predicted TSPs are located in neighboring region of the experimentally mapped ones within +/- 6 nucleotides, they are highlighted in blue.
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