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Figure S2

Figure S2: Expression of transcription 
factors associated with motif enrich-
ment. Heatmap depicting normalized 
gene-expression of transcription factors 
associated with enriched motifs as deter-
mined from the methylome data. Normali-
zed TF expression was extracted from the 
RNA-seq data published by Cabezas-Wall-
scheid et al.5


