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	Schistocerca gregaria
	Locusta migratoria

	Genome mode
	
	

	Category of BUSCOs
	Number
	% of BUSCOs
	Number
	% of BUSCOs

	Complete
	1,106
	80.9
	1,155
	84.5

	Single-copy
	1,071
	78.3
	1,111
	81.3

	Duplicated
	35
	2.6
	44
	3.2

	Fragmented
	120
	8.8
	99
	7.2

	Missing
	141
	10.3
	113
	8.3

	Total
	1,367
	100
	1,367
	100

	Protein mode
	
	
	
	

	[bookmark: _GoBack]Category of BUSCOs
	Number
	% of BUSCOs
	Number
	% of BUSCOs

	Complete
	1,085
	79.4
	1,170
	85.6

	Single-copy
	1,050
	76.8
	1,123
	82.2

	Duplicated
	35
	2.6
	47
	3.4

	Fragmented
	144
	10.5
	90
	6.6

	Missing
	138
	10.1
	107
	7.8

	Total
	1,367
	100
	1,367
	100
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Supplementary   Table  S 5 .  BUSCO assessments for  the genomes of the desert locust,  Schistocerca gregaria ,  and the migratory locust,  Locusta migratoria   (Wang et al., 2014)    

 Schistocerca gregaria  Locusta migratoria  

Genome mode    

Categ or y  of BUSCOs  Number  % of BUSCOs  Number  % of BUSCOs  

Complete  1 , 106  80.9  1,155  84.5  

Single - copy  1 , 07 1  78. 3  1,111  81.3  

D uplicated  3 5  2. 6  44  3.2  

Fragmented  120  8.8  99  7 .2  

Missing  141  10.3  113  8.3  

Total  1 , 367  100  1,367  100  

Protein mode      

Categ or y of BUSCOs  Number  % of BUSCOs  Number  % of BUSCOs  

Complete  1,085  79.4  1,170  85.6  

Single - copy  1,050  76.8  1,123  82.2  

Duplicated  35  2.6  47  3.4  

Fragmented  144  10.5  90  6.6  

Missing  138  10.1  107  7.8  

Total  1,367  100  1,367  100  

   

