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	Gene number
	[bookmark: _GoBack]% predicted genes

	NCBI NR
	13,264
	70.50

	Uni/SwissProt
	11,280
	59.95

	Pfam (IPRScan)
	10,395
	55.25

	GO (IPRScan)
	6,470
	34.39

	Annotated
	13,646
	72.53

	Unannotated
	5,169
	27.47

	Total
	18,815
	100.00


Pfam, Protein family domain; GO, Gene Ontology term
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