A

Metagenomic: 1,749 metagenomes

Known

172,147,128 genes

1,050,166 GC

GU
54,052,275 genes
1,121,809 GC

Metagenomes
322,248,552 genes

Bad clusters
8,325,409 genes
63,640 GC

Small clusters
33,869,465 genes
9,549,853 GC

KWP
30,601,694 genes
632,453 GC

EU
3,341,257 genes
135,829 GC

Kept
260,142,354 genes
2,940,257 GC

env_ciDB
322,248,552 genes
32,465,074 GC

Discarded
62,106,198 genes
29,524,817 GC

Singletons
19,911,324 genes
19,911,324 GC

2,017,658 GC

Environmental

GTDB r86
93,723,190 genes

INCREMENTAL
CLUSTERING

Total discarded
80,532,069 genes
35,135,790 GC

922,599 GC

Shared

GTDB r86: 28,941 genomes

Known
230,641,766 genes
1,667,510 GC

GU
68,509,335 genes
2,647,359 GC

Kept
335,439,673 genes
5,287,759 GC

env-gtdb_cIDB
415,971,742 genes
40,423,549 GC

Discarded
18,425,871 genes
5,610,973 GC

Singletons
5,558,438 genes
5,558,438 GC

2,347,502 GC

GTDB r86

KWP
32,754,365 genes
768,859 GC

EU
3,534,207 genes
204,031 GC

Bad clusters
576,740 genes
52,535 GC

Other
12,290,693 genes
1,223,730 GC




