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T=0.1; N=45,631

0

50,000

100,000

150,000

200,000

250,000

0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 0.9 1
Proportion of outlier genes per cluster

N
um

be
ro

fc
lu
st
er
s

●

●

BSM
Observed


