Number of clusters

4,000,000

3,000,000

2,000,000

1,000,000

(T=0.34; N=798,265|

PR PR

o
Pl P

BSM
Observed

0.1

0.2

0.3 0.4 0.5 0.6
Proportion of complete genes

0.7

0.8

0.9



