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	1st protein
	2nd protein
	Length
	Identity
	Similarity
	Gaps
	Score

	1Z3Q
	F2/4JRU
	201
	160/201
(79.6%)
	174/201
(86.6%)
	1/201
(0.5%)
	931.0


	1Z3Q
	I/4L5H
	202
	146/202
(72.3%)
	170/202
(84.2%)
	6/202
(3.0%)
	868.0

	1Z3Q
	H2/4MBT
	202
	146/202
(72.3%)
	170/202
(84.2%)
	6/202
(3.0%)
	868.0

	F2/4JRU
	I/4L5H
	203
	140/203
(69.0%)
	163/203
(80.3%)
	7/203
(3.4%)
	804.0

	F2/4JRU
	H2/4MBT
	203
	140/203
(69.0%)
	163/203
(80.3%)
	7/203
(3.4%)
	804.0

	I/4L5H
	H2/4MBT
	198
	198/198
(100.0%)
	198/198
(100.0%)
	0/198
(0.0%)
	1131.0







