	Probe id
	Chr.
	Position hg19
	Gene symbol
	Cpg islands
	No of metSNPs
	P value for lead metSNPs
	metSNPs (P < 10-3)
	No of SNPs available
	SNPs common to both cohorts

	
	
	
	
	
	
	
	
	
	LD pruning
N (R2 > 0.9)
	met SNPs in order

	cg25189904
	1
	68299493
	GNG12
	chr1:68298371-68299315
	82
	1.59E-08
	rs2419050,rs6588290,rs2186241,rs2154377,rs10789245,rs1938443,rs2226279,rs6588283,rs10736409,rs6686084,rs6686101,rs6699028,rs2243499,rs10732839,rs10736410,rs10889716,rs11209165,rs10749776,rs2265758,rs2265759,rs2249037,rs10889719,rs6588289,rs1892524,rs1938441,rs6703037,rs6692797,rs2211649,rs7549124,rs7515899,rs1318497,rs1938457,rs1938456,rs6588285,rs1317531,rs11209163,rs7540541,rs4578188,rs6588296,rs2492874,rs11209175,rs2186239,rs6694904,rs2249993,rs12144887,rs6691062,rs10789249,rs1938448,rs1938449,rs1892526,rs1317273,rs7529696,rs7552577,rs7532697,rs6677598,rs6679746,rs2378520,rs7535542,rs4127341,rs6588294,rs1938438,rs1892523,rs1276303,rs10889726,rs1276299,rs1276300,rs1276304,rs1276305,rs1276308,rs2492873,rs1276311,rs1276312,rs2458036,rs2265920,rs12740276,rs1938451,rs6588284,rs1276301,rs1276309,rs1276307,rs2249129,rs1276298
	81 
	17 
	rs2419050,rs2226279,rs2243499,rs10736410,rs2265758,rs6703037,rs4578188,rs2492874,rs12144887,rs10789249,rs6679746,rs1938438,rs12740276,rs1938451,rs6588284,rs2249129,rs1276298

	cg20295214
	1
	206226794
	AVPR1B
	chr1:206223537-206224028
	0
	N/A
	N/A
	-
	-
	-

	cg03547355
	1
	227003060
	 PSEN2
	 
	35
	4.40E-06
	rs61835656,rs12563993,rs34020484,rs10916042,rs10916043,rs11405,rs2802267,rs1297990,rs10916039,rs2236913,rs1800678,rs1295621,rs2073488,rs2793462,rs1295644,rs1782530,rs2236910,rs743601,rs743602,rs2105822,rs61835658,rs12401969,rs2855563,rs1794036,rs1295652,rs1295646,rs12044509,rs1150896,rs12130758,rs12128150,rs1295651,rs1150895,rs1295645,rs835661,rs10753428
	35
	10
	rs61835656,rs12563993,rs34020484,rs11405,rs10916039,rs61835658,rs12401969,rs2855563,rs1150896,rs835661

	cg23079012
	2
	8343710
	 
	 LINC00299
	0
	N/A
	N/A
	-
	-
	-

	cg27241845
	2
	233250370
	 PSEN2
	chr2:233251361-233253414
	2
	2.65E-04
	rs3748971,rs2741302
	2
	2
	rs3748971,rs2741302

	cg03329539
	2
	233283329
	 ALPP
	chr2:233283397-233285959
	32
	4.41E-06
	rs2697794,rs2697766,rs2853377,rs62192181,rs790040,rs790044,rs13003548,rs790045,rs62192178,rs13016319,rs36108062,rs13017092,rs55927272,rs56200013,rs34547337,rs12996863,rs6743237,2-233018258,rs13023370,rs790039,rs35421611,rs2344360,rs2697768,rs55781386,rs35849718,rs3020201,rs3762524,rs10174443,rs12694902,rs2741313,rs790033,rs1048988
	27
	15
	rs2697766,rs2853377,rs62192181,rs790040,rs13016319,rs13017092,rs13023370,rs790039,rs2344360,rs2697768,rs55781386,rs35849718,rs3762524,rs790033,rs1048988

	cg06644428
	2
	233284112
	 ALPPL2-CHRND4
	chr2:233283397-233285959
	5
	1.71E-04
	rs909431,rs2742073,rs2697781,rs2697766,rs2697783
	5
	3
	rs909431,rs2697781,rs2697766

	cg05951221
	2
	233284402
	 ALPPL2-CHRND4
	chr2:233283397-233285959
	3
	1.56E-05
	rs2697781,rs2697783,2-232993320
	2
	1
	rs2697781

	cg21566642
	2
	233284661
	 ALPPL2-CHRND4
	chr2:233283397-233285959
	38
	1.32E-04
	2-232993320,rs2697781,rs3762526,rs7600132,rs11687072,rs11678251,rs3762525,rs3748969,rs12620827,rs12620832,rs55977653,rs1049109,rs7599982,rs7573222,2-232960110,rs4073596,2-232961065,rs4075405,2-232963084,rs1009934,rs2697784,rs11690646,rs2741320,rs2853380,rs2741321,rs744873,rs744874,rs2082841,rs2853383,rs2697789,rs2678505,rs2853407,rs2697766,rs2697783,2-232962296,rs2741317,2-232986520,rs2741318
	32
	8
	rs2697781,rs3762526,rs7600132,rs11687072,rs2853383,rs2678505,rs2697766,rs2741317

	cg01940273
	2
	233284934
	 ALPPL2-CHRND4
	chr2:233283397-233285959
	41
	1.17E-04
	2-233040600,rs3762526,rs7600132,rs11687072,rs11678251,rs3762525,rs3748969,rs12620827,rs12620832,rs55977653,rs1049109,rs7599982,rs7573222,2-232960110,rs4073596,2-232961065,rs4075405,2-232963084,rs1009934,rs2697784,rs11690646,rs2741320,rs2853380,rs2741321,rs744873,rs744874,rs2082841,rs2853383,rs2697789,rs2678505,rs2853407,2-232962296,rs2246004,rs2741269,rs2573214,rs2678484,rs2741270,rs2678485,rs2741275,rs2573215,2-232949819
	35
	8
	rs3762526,rs7600132,rs11687072,rs2853383,rs2678505,rs2246004,rs2678484,rs2573215

	cg13193840
	2
	233285289
	ALPPL2-CHRND4
	chr2:233283397-233285959
	0
	NA
	NA
	-
	-
	-

	cg17024919
	3
	21792248
	ZNF385D
	
	2
	7.75E-05
	rs7634827,rs62236196,3/21765420
	2
	2
	rs7634827,rs7619783

	cg23480021
	3
	22412746
	ZNF385D
	chr3:22413492-22414365
	0
	NA
	NA
	-
	-
	-

	cg19859270
	3
	98251294
	GPR15
	 
	0
	NA
	NA
	-
	-
	-

	cg02657160
	3
	98311063
	CPOX
	chr3:98311909-98312696
	0
	NA
	NA
	-
	-
	

	cg03991871
	5
	368447
	AHRR
	chr5:370185-370422
	73
	1.46E-12
	5-448883,5-414396,rs11744805,rs11750580,5-439154,5-421199,5-422374,rs11741712,5-425895,5-426162,rs6869832,rs6894195,rs11743285,rs11744131,rs11745634,5-442955,5-443621,rs11737954,5-447274,rs2019887,5-447772,5-449680,5-450129,rs11949773,rs11960768,rs11958252,5-452863,rs11750818,5-400131,rs35706736,5-413061,rs11745663,rs11745733,5-414488,5-414861,5-416126,5-418653,5-418949,5-419108,rs11737917,rs11749473,5-373167,rs11747331,rs11739540,5-384906,5-390085,rs11133981,5-369647,5-367329,5-375003,5-376965,rs2672723,rs11958189,rs6555228,rs11134017,rs2671903,5-340976,rs6555225,rs6555226,rs6555227,rs2672740,rs2721011,rs11738344,rs2010135,rs11960760,rs2672766,rs6871550,rs2672750,rs2721021,rs2561673,rs872848,rs6899226,rs12521808
	42
	10
	rs11744805,rs11737954,rs11747331,rs11133981,rs2672723,rs11134017,rs2671903,rs872848,rs6899226,rs12521808

	cg05575921
	5
	373378
	AHRR
	chr5:373842-374426
	0
	NA
	NA
	-
	-
	-

	cg14817490
	5
	392920
	AHRR
	 
	22
	2.13E-04
	rs2672725,5-384906,5-390085,rs11133981,rs2721029,rs2466287,rs2720997,rs11739540,rs6893791,rs62330057,5-369647,5-377413,5-378740,5-380633,rs7712269,5-367329,5-375003,5-376965,rs3815929,rs9885312,rs11747331,rs2672739, rs7726691,rs11747826,5/408099,rs11745166,5/408599, 5/416110,5/367329,5/375003,5/376965,5/369647, rs11746538,rs2671890,rs2561664,rs2721014,rs890973, rs890977,rs890984,rs890986,rs2241597
	12
	10
	rs2672725,rs11133981,rs2721029,rs2466287,rs6893791,rs7712269,rs3815929,rs9885312,rs11747331,rs2672739,rs3815929,rs9885312,rs11745166,rs11746538,rs890984

	cg25648203
	5
	395444
	AHRR
	
	0
	NA
	NA
	-
	-
	-

	cg21161138
	5
	399360
	AHRR
	 
	0
	NA
	NA
	-
	-
	-

	cg24090911
	5
	400732
	AHRR
	 
	76
	6.14E-07
	rs2671903,rs6555225,rs6555226,rs6555227,rs2672740,rs2721011,rs11738344,rs2010135,rs11960760,rs2672766,rs6871550,rs2672750,rs2721021,rs2561673,rs872848,rs28587785,rs11134017,rs6899226,rs13436114,rs62331581,5-447086,rs61605057,5-451517,rs62331560,rs2721025,rs62331562,rs6879758,rs10069360,rs3936676,rs56009955,rs10044319,rs9313058,rs6861344,rs62330032,rs62641919,rs62331561,rs3871401,rs62330058,rs16900804,rs6894030,rs28714571,rs7723693,rs10475185,rs3777237,rs56075848,rs7721278,rs56095714,rs6555159,rs6555160,rs62330021,rs56235400,rs2015774,rs56700778,rs6873902,rs7736,rs1567956,rs61501460,rs908116,rs55847527,rs62330028,rs62330029,rs6863730,rs61079948,5-381352,rs10054850,rs62330034,rs10057272,rs2672723,rs11958189,5-386835,rs10061296,rs6555228,rs62330020,rs62330027,rs1574220,rs12521808
	70
	19
	rs2671903,rs872848,rs28587785,rs11134017,rs6899226,rs13436114,rs56009955,rs62330032,rs62331561,rs62330058,rs16900804,rs6894030,rs10057272,rs2672723,rs10061296,rs62330020,rs62330027,rs1574220,rs12521808

	cg06126421
	6
	30720080
	 IER3
	 
	66
	2.64E-07
	rs12660883,rs28780122,rs3869075,rs13214831,rs12662149,rs12526186,rs13217914,rs12527188,rs4278006,rs28894082,rs28780113,rs28780114,rs17189441,rs12660860,rs13220225,rs17481190,rs2535323,rs28780111,rs9461633,rs28780112,rs9380189,rs12528843,rs9404975,rs6905957,rs4248149,rs2394403,rs4711234,rs4711236,rs4711237,rs9380190,rs9380191,rs9295917,rs9295918,rs13198118,rs13191291,rs9368640,rs13191728,rs9404934,rs9378109,rs9380193,rs9295920,rs9404973,rs9404974,rs9380194,rs9380195,rs9378148,rs9295924,rs4713380,rs9380198,rs4713382,rs4713383,rs4713384,rs4713385,rs10947101,rs2269854,rs4713389,rs6901761,rs6901776,rs4947289,rs7751869,rs4947290,rs3888583,rs12525494,rs9368644,rs4587207,rs4483030 
	7
	7
	rs12660883,rs13214831,rs13198118,rs9378109,rs9295924,rs4713380,rs4713385

	cg24859433
	6
	30720203
	 IER3
	 
	0
	N/A
	N/A
	-
	-
	-

	cg15342087
	6
	30720209
	IER3
	 
	0
	N/A
	N/A
	-
	-
	-

	cg22717080
	6
	166959505
	RPS6KA2
	 
	0
	N/A
	N/A
	-
	-
	-

	cg02451831
	7
	26578098
	KIAA0087
	 
	0
	N/A
	NA
	-
	-
	-

	cg21611682
	11
	68138269
	LRP5
	
	2
	3.91E-04
	rs312777,rs7107220
	1
	1
	rs312777

	cg11660018
	11
	86510915
	PRSS23
	chr11:86511184-86511889
	0
	N/A
	N/A
	-
	-
	-

	cg19572487
	17
	38476024
	RARA
	chr17:38474197-38474980
	0
	N/A
	N/A
	-
	-
	-

	cg03636183
	19
	17000585
	F2RL3
	chr19:17000627-17001398
	16
	1.65E-04
	rs2227383,rs1054533,rs2227356,rs2227360,rs2227367,rs58017830,rs7254010,rs7245967,rs34793213,rs2981473,19-16868873,rs60122837,19-16867697,rs7257262,rs2227349,rs773863, rs7245967,rs34793213,rs2227349,19/16868873,
rs60122837,rs773863,rs734568,rs734567,rs773856,
rs773855,rs773857,rs706765,rs773853,19-16858488
	14
	6
	rs2227383,rs1054533,rs2981473,rs60122837,rs7257262,rs2227349



Supplementary Table 6: Methylation QTLs within a 200Kb window of the top 30 methylation probes associated with smoking. The analysis was performed using control samples from the CARDIOGENICS discovery cohort (n=247).Nominal P< 10-3. The table also includes a list of the 119 LD pruned SNPs in 247 CARDIOGENICS control samples. The SNPs were pruned based on a r2>0.9 threshold with the lead SNP.
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