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PCA-2 (0.58%)

0.4
® SFA
0.3
® C16:0
0.2
0.1
c12:0 Cl14:0
c12:0.c14:0
0.0 -*ALNA;n__D,
n'3AkNAA cis-MUFA
e CissPUFA | C16:0
.0.14 cis-PUFA
0.2
® cis-MUFA
0.3 4 SFA A
0.4 : | | | | |
-1 LU 1 5 5 T ;

PCA-1 (99.17%)

® Metabolites in milk

A Metabolites in rumen fluids
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Relative abundance of microbial phyla (%)
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® Amino acid transport and metabolism

m Carbohydrate transport and metabolism
® Cell cycle control, cell division, chromosome partitioning
= Cell wall/membrane/envelope biogenesis
m Coenzyme transport and metabolism
m Defense mechanisms
® Energy production and conversion
= Function unknown
= General function prediction only
Intracellular trafficking, secretion, and vesicular transport
m Lipid transport and metabolism
® Nucleotide transport and metabolism
= Posttranslational modification, protein turnover, chaperones
Replication, recombination and repair
Transcription

® Translation, ribosomal structure and biogenesis



