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	STRAIN CONTRUCTIONS

	Gene/
plasmid
	Primer
	Sequence (5'-3')

	pOB430/
pOB435
	OZG916_F
	GGAGGTGGTAGCGGTGGT

	
	OZG964_R
	CTGTCTGAGAGGAGGCACTGA

	cbfA
	Southern_5UTR_F_cbfA
	AGGTGTTGACACAAAACAGAT

	
	Southern_5UTR_R_cbfA
	CTTGCTTGCTGTTTAACAGTG

	
	GFP_ pRS426_5UTR_Afu1g10550F
	GTAACGCCAGGGTTTTCCCAGTCACGACG
CAATGGCCACCTGTA

	
	GFP_linker pOB435 orf R cbfA
	ACCACCGCTACCACCTCCTCCCAAACCAAGCCCGCTCTG

	
	GFP_pyrG pOB435 3UTR F cbfA
	TCAGTGCCTCCTCTCAGACAGACACAAAAAATTGCTTTGC

	
	GFP_ 3UTR_pRS426_ Afu1g10550 R
	GCGGATAACAATTTCACACAGGAAACAGT CAAACTGGAGAAGGATGATG

	nctC
	Southern_AFUB_058240 3UTR F
	CCTGTTGGTCAGTTGCTTTC

	
	Southern_AFUB_058240 3UTR R
	CGATTGGGGTCATTTGGTATC

	
	GFP_ Afu5g10620 5UTR-orf pRS426 nctC fw
	GTAACGCCAGGGTTTTCCCAGTCACGACG TTTTGCGGTAAGAGCATAGTC

	
	GFP_ Afu5g10620 orf spacer GFP rv
	AGTTCTTCTCCTTTACTCATTCCCCGTGTT CCTTGGTCTACCATTTCGACATC

	
	Spacer GFP fw
	GGAACACGGGGAATGAGTAAAGGAGAAGA ACT

	
	GFP VE rv
	CTCAGACAGAATACGCCAAGCTTGCATGC

	
	GFP pyrG fw
	GCATGCAAGCTTGGCGTATTCTGTCTGAGAGGAGGC

	
	pyrG rv
	GAATTCGCCTCAAACAATGCTCTTCACC

	
	GFP_ Afu5g10620 3UTR pyrG fw nctC
	GCATTGTTTGAGGCGAATTCTCGAATCAG GCGCAAGTCCTT

	
	GFP_ Afu5g10620 3UTR pRS426 rv nctC
	GCGGATAACAATTTCACACAGGAAACAGG GGAAGAGAGCAATTGAATGA

	fhdA
	fhdA_ext_F
	ATATGCCACACGGAACTAAGT

	
	fhdA _ext_R
	GCCTTTGCTGTAACATGATGG

	
	fhdA _pRS426_UTR5'_F
	GTAACGCCAGGGTTTTCCCAGTCACGACGCTTTCTCACAGGCCAATCTTC

	
	fhdA _linkerGFP/HA_ORF_R
	ACCACCGCTACCACCTCCTTTTGGCTTACGCCAGAAGTA

	
	fhdA _linkerORF_F
	ATCAGTGCCTCCTCTCAGACAGAACAACTTTGTGAAGACCAAA

	
	fhdA _pRS426_UTR3'_R
	GCGGATAACAATTTCACACAGGAAACAGTACAACAATCAAGCTGGAACC

	RT-qPCR

	Gene
	Primer
	Sequence (5'-3')

	btub
	Btub_RTPCR_F
	ATATGTTCCTCGTGCCGTTC

	
	Btub_RTPCR_R
	GAGAGAGTGGGTGACCTGGA

	fmqB
	fmqB _RTPCR_F
	CGGTCATTCGCCATACTTTG

	
	fmqB _RTPCR_R
	GTCTTCGATTGCCTGACTGC

	fmqD
	fmqD _RTPCR_F
	AGATGCAGCCACTTTGCAGT

	
	fmqD _RTPCR_R
	CCCTCTCGCTAAGAGGCACT

	pypE
	pypE _RTPCR_F
	TGCCGTTCTTCTGCGTAGTC

	
	pypE _RTPCR_R
	TCGCATACATCCAGCTACCC

	pypC
	pypC _RTPCR_F
	GGGCATCTACCCCCAGTACA

	
	pypC _RTPCR_R
	TGGTCCACAGGAACAGGAAG

	ftmE
	ftmE _RTPCR_F
	AGACTTGCCGCAGTTGATGT

	
	ftmE _RTPCR_R
	AAGAACCGCTCCTGGTCAAT

	ftmD
	ftmD _RTPCR_F
	TCCAAATCACCGTCCAAGAC

	
	ftmD _RTPCR_R
	CGTGGAGAATGAGACGAAGG

	ftmA
	ftmA _RTPCR_F
	AGCAGTCGTGTCCTGCATTT

	
	ftmA _RTPCR_R
	CGTTAAAAACGCCCAGTTGA

	actA
	act1_RTPCR_F
	CCTCCTGAGCGTAAATACTC

	
	act1 _RTPCR_R
	GAAGGACCGCTCTCGT

	hapX
	hapX_RTPCR_F
	CCATCAGCCAGGCTACAAAT

	
	hapX _RTPCR_R
	CGAAGATCCCGACGATGTAT

	sidA
	sidA_RTPCR_F
	TCTGTGTGTTGGGTTTGGAC

	
	sidA _RTPCR_R
	AGCGGACTTGTTCAATCGAG

	amcA
	amcA _RTPCR_F
	GCAGGTGCCACTTGAAGC

	
	amcA _RTPCR_R
	GTTCCCATCTGGCCCCTC

	sidI
	sidI _RTPCR_F
	GTCGACCGCACTATTCCT

	
	sidI _RTPCR_R
	CCTTTATTGCTGCCGT

	aoxA
	aoxA _RTPCR_F
	CCGGTTCGTTGGCTACCT

	
	aoxA _RTPCR_R
	GTGCTTTGCCTCGTCAGC

	cycA
	cycA _RTPCR_F
	TCTGAAGAAGGCCAAGGA

	
	cycA _RTPCR_R
	AGGTTGAAGAGACAAGTGAC

	mrsA
	mrsA _RTPCR_F
	TTCGCTGCAGGTCTTACT

	
	mrsA _RTPCR_R
	CAAACTGGCGCTTAATGATG



