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FIGURE S1. Higher semantic similarity between genes that have similar phenotypic 4 

profiles. Based on the SGD annotations that generated the phenotypic profiles, the top 5% 5 

phenotypically similar gene pairs have higher semantic similarity. ***: p-value<0.001 based on 6 

1-sided Mann-Whitney U test. 7 
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FIGURE S2. Genetic interactions among the cell cycle genes. Network of all the genetic 9 

interactions (n=26,522) incorporated in the GeneMANIA platform at the time of writing this 10 

manuscript among the cell cycle genes shown in File1/sheet: ‘genes’. The network was 11 

generated using the default settings of the Cytoscape software package. The gene name of 12 

each node is visible upon zooming into the provided pdf image. 13 
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FIGURE S3. Physical interactions among the cell cycle gene products. Network of all the 15 

physical interactions (n=4,293) among cell cycle proteins, generated as in figure S2. 16 

 17 

FIGURE S4. Co-localization of cell cycle gene products. Network of all the reported co-18 

localizations (n=15,466) among cell cycle proteins, generated as in figure S2. 19 


