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Table 6 - Taxonomic distribution of rRNA gene clones obtained from 16s PCR analysis of chicken ceca

Taxon Number of clones
Specimen Number 6 21 31 41 68 78 89 C
Treatment Uninoculated L. crispatus L. gallinarum L. helveticus LJ; Lglj':] aut:ls Lfglljzz]al:"t;lm LJ?’;ZEWMIS C. jejuni
Bacteroidetes 22 avy 17 (18%) 4 (4%) 5 (5%) 3 (3%) 37 (39%) 3 (3%) 3 (3%)
Genus Bacteroides 2 (2%) 3 (3%) 29  (31%)
Genus Alistipes 2 (4%) 17 (18%) 2 (%) 5 (5%) 8 (9%) 3 (3%) 3 (3%)
Firmicutes 68 (76%) 76 (82%) 87 (94%) 88 (94%) 90 (95%) 56 (60%) 88 (94%) 91 (97%)
Phylum Firmicutes 2 (2%) 1 (%) 1 (1%) 1 (1%) 1 (%)
Genus Lactobacillus 39 @2%) 1 (1%) 2 (2%) 1 12%) 1 (%)
Class Clostridia 1 (%) 2 (2%) 1 (1%) 1 (%) 2 (2%) 1 (%)
Order Closridiales 29 (32%) 16 (17%) 59 (63%) 40 (43%) 31 (33%) 17 (18%) 19 (20%) 50 (53%)
Genus Petptostreptococcaceae Incerte Sedis 1 (1%) 1 (1%) 4 (4%)
Family Lachnospiraceae 2 (2%) 6 (6%) 4 (4%) 3 (3%) 8  (9%) 2 (2%)
Genus Lachnospiraceae Incerte Sedis 3 (3%) 5 (5%) 3 (3%) 12 (13%) 6 (6%) 7 (%) 23 (24%) 3 (3%)
Family Ruminococcaceae 6 (1%) 5 (5%) 10 (11%) 16 (17%) 3 (3%) 9 (10%) 25 (7%) 16 (17%)
Genus Acetivibrio 1 (1%) 2 (2%)
Genus Anaerotruncus 2 (2%)
Genus Anaerofilum 2 (2%) 2 (2%)
Genus Ethanoligenens 2 (2%) 1 (1%)
Genus Faecalibacterium 18 (20%) 2 (%) 10 (11%) 31 (33%) 11 (12%) 4 (4%)
Genus Papillibacter 1 (1%) 1 (1%) 2 (2%)
Genus Ruminococcus 2 (2%) 1 (1%) 1 (1%) 2 (2%)
Genus Subdoligranulum 2 (2%) 1 (1%)
Genus Ruminococcaceae Incerte Sedis 3 (3%) 1 (1%) 1 (1%) 1 (1%) 4 (4%)
Famly Erysipelotricacea 1 (1%) 2 (2%) 1 (1%)
Genus Erysipelotrichaceae Incerte Sedis 2 (2%) 1 (1%) 1 (1%) 4 (4%)
Genus Coprobacillus 2 (2%) 1 (1%) 6  (6%)
Proteobacteria 0 (0%) 0 (0%) 0 (0%) 0 (0%) 0 (0%) 1 (%) 0 (0%) 0 (0%)
Genus Salmonella 1 (1%)
Unclassified Bacteria 0 (0%) 0 (0%) 2 (2%) 1 (1%) 2 (%) 0 (0%) 3 (3%) 0 (0%)
Total number of clones 90 93 93 94 95 94 94 94
Number of OTU's® 38 36 42 45 44 43 51 43
Shannon-Weaver Index (H') 3.19 2.88 3.27 3.48 3.49 3.08 3.75 3.07
Eveness (E) 0.88 0.80 0.87 0.91 0.92 0.82 0.95 0.82
Simpson Index (D) 0.06 0.10 0.05 0.03 0.05 0.10 0.02 0.10

* Percents indicate the ratio of clones within each library.
 OTU, operational taxonomic units, where sequences with > 99% nucleotide identity are considered an OTU














