Table S1.  Bacterial strains used in this study.

	Strain
	Relevant Characteristics
	Source or Reference

	C. jejuni 
	
	

	     F38011
	Human clinical isolate
	[1]

	     81-176
	Human clinical isolate
	[2]

	     81116
	Human clinical isolate
	[3]

	     RM1221
	Poultry isolate
	[4]

	     S2B
	Poultry isolate
	[5]

	     Turkey
	Poultry isolate
	[5]

	Caulobacter crescentus JS4022
	Laboratory strain
	[6]

	E. coli TOP10F-
	Cloning host
	Invitrogen

	L. acidophilus NCFM
	Human isolate
	[7]

	L. crispatus JCM 5810
	Chicken isolate
	JCMa

	L. gallinarum ATCC 33199
	Chicken isolate, Neotype Strain
	ATCCb

	L. helveticus CNRZ32
	Dairy starter strain
	CNRZc


a Japan Collection of Microorganisms.

b American Type Culture Collection.

c Centre National de Recherche Zootechnique.
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