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No Secreted Secreted

Organisms Complex Strain Host Origin
C. orbiculare orbiculare AMCV00000000.1 Cucumis sativus Japan
C. sidae orbiculare QAPF00000000.1 Sida spinosa USA
C. spinosum orbiculare QAPG00000000.1 Xanthium spinosum Australia
C. trifolii orbiculare RYZW00000000.1 Medicago sativa Japan
C. musicola orchidearum WIGM00000000 Glycine max Brazil
C. plurivorum orchidearum WIGO00000000 Glycine max Brazil
C. sojae orchidearum WIGN00000000 Glycine max Brazil
C. truncatum truncatum MOOC00000000.1 Glycine max Brazil
C. fruticola gloeosporioides ANPB00000000.1 Fragaria x ananassa Japan
C. gloeosporioides gloeosporioides AMYD00000000.1 Persea americana Israel

Orthogroups shared by all the genomes.

Orthogroups unique to each genome.

Orthogroups shared by Gloeosporioides s. c.

Orthogroups shared by Orchidearum s. c.

Orthogroups shared by Orbiculare s. c.


