	Table S2. Primers used in this study.


	No./Alias
	Primer pairs (5’ to 3’)
	Referencea

	Primers used for amplifying and sequencing for 45 drug resistance-associated loci

	1
	TGTGAACAAGGCTGTGTCCT
	1


[ ADDIN EN.CITE ]


	
	TTTCCCTCAGCATCTCCATC
	

	2
	CGAGTTAGCTTGGCTTCCAG
	1


[ ADDIN EN.CITE ]


	
	TATCCAGCATGTGCTCAACG
	

	3
	CGATGCGTCGTATGCTTG
	1


[ ADDIN EN.CITE ]


	
	ATCACGGCAGTAAAACCCAG
	

	4
	CTGGGTTTTACTGCCGTGAT
	1


[ ADDIN EN.CITE ]


	
	CGACAGATGAGGCATAGCAG
	

	5
	GTACGGCCTTTTCGGACTAC
	1


[ ADDIN EN.CITE ]


	
	CTCCAAATCCGAAGCAAGTC
	

	6
	CCGGGGCCATAA AATGATTA
	1


[ ADDIN EN.CITE ]


	
	GCAGGTCGAAACTCAGCC
	

	7
	CATCGACGCGATGCTCTC
	1


[ ADDIN EN.CITE ]


	
	GCAATGACGTACGGGGTC
	

	8
	GGTGTTCATGGGTGACTTCC
	1


[ ADDIN EN.CITE ]


	
	AGCCCG AGCTTCTTGTTGAC
	

	9
	CATCGAATATCTGGTCCGCT
	1


[ ADDIN EN.CITE ]


	
	GTCGTCAGTACAGGGACCGT
	

	10
	CATGGCCGACAAACAGAAC
	1


[ ADDIN EN.CITE ]


	
	GTGGCATCAGCCCTTCTCT
	

	11
	GTAGGGCCCAAACATCGAG
	1


[ ADDIN EN.CITE ]


	
	 GACACCCTATTGGCACCTTG
	

	12
	 GGTGAGTAACACGTGGGTG
	1


[ ADDIN EN.CITE ]


	
	 AGTGTGTTGGTGGCCAACTT
	

	13
	 GACATACCTGCTGCGCAAT
	1


[ ADDIN EN.CITE ]


	
	 GTCACA TTCGACGCCAAAC
	

	14
	 GCCACTGACACAACACAAGG
	1


[ ADDIN EN.CITE ]


	
	 CGCATCCTTCATGTTCCAG
	

	15
	 GGTGTCAGCGCTTGGATT
	1


[ ADDIN EN.CITE ]


	
	 GAACATGTGTCCCTGCACC
	

	16
	 CAGGTGGGAAGTAGAACGGA
	1


[ ADDIN EN.CITE ]


	
	 GGCCATGAAGGGAGCCTA
	

	17
	 CTCTGGCCGAACTCGAAG
	1


[ ADDIN EN.CITE ]


	
	 CAGCAGAACACTGCGATGAG
	

	18
	 AGATCATGGACGACTACGCC
	1


[ ADDIN EN.CITE ]


	
	 TATTTCGAAGACCGGCAATC
	

	19
	 CATCGATCCCTTGTCGAAGT
	1


[ ADDIN EN.CITE ]


	
	 ACACATGTCCTCAACTGGGC
	

	20
	 CTTTCTCCTCATCCCCGTC
	1


[ ADDIN EN.CITE ]


	
	 CGAGATCCTGTACGGCTACG
	

	21
	 CTCATAGATCGGATCCACCC
	1


[ ADDIN EN.CITE ]


	
	 ATCGGAACATACGAAGGCTG
	

	22
	 GTGAACAACCCGACCCAG
	1


[ ADDIN EN.CITE ]


	
	 GGCGTCATGGACCCTATATC
	

	23
	 GTTCGGCTTTTCCGACACT
	1


[ ADDIN EN.CITE ]


	
	 GCACTGTGTTTGGATGAACG
	

	24
	 GTCTCCCAGCTCACCCAAC
	1


[ ADDIN EN.CITE ]


	
	 AGTCCGCGGTTATAGGTTTG
	

	25
	 CACGTGGAAGGGTCTGTTG
	1


[ ADDIN EN.CITE ]


	
	 CTTCCATATCGGTCCGACTC
	

	26
	 ACGACGAACTCGATGCCTAC
	1


[ ADDIN EN.CITE ]


	
	 AACTCGTCGAACGGTGTGTC
	

	27
	 CTGGCCAGGTAAGACGACC
	1


[ ADDIN EN.CITE ]


	
	 TTCTCGATATGAGCCAGTCG
	

	28
	 TGAACCACTGCTTTGCCG
	1


[ ADDIN EN.CITE ]


	
	 TGATGTCTTTGGCGTACTCG
	

	29
	 ACACGCGTCACTCCTTGATT
	1


[ ADDIN EN.CITE ]


	
	 TCTTCCAGTTCTACGTCGCC
	

	30
	 CCACACCCTGGGACAACC
	1


[ ADDIN EN.CITE ]


	
	 TATGACGGCTCTCAACGACA
	

	31
	 TTTCGATGCTGTTTGTCAGC
	1


[ ADDIN EN.CITE ]


	
	 TGCTGTCGATCTCCAATGAG
	

	32
	 TATCAGATGCCTGGCGTGTA
	1


[ ADDIN EN.CITE ]


	
	 AGGTGGTGTTGGTCATACGG
	

	33
	 CAACGCACCGGGAGATAC
	1


[ ADDIN EN.CITE ]


	
	 ATGGTGTTTAACGGCGATGT
	

	34
	 AGTAGTGCATCGATACTGCCC
	1


[ ADDIN EN.CITE ]


	
	 TACGAACCGTACGAACCACA
	

	35
	 GGCAAGGCGGATCTTCTC
	1


[ ADDIN EN.CITE ]


	
	 CGACGACCTCAGTCCACAG
	

	36
	 GTTTCGTCGTCGAGGACATT
	1


[ ADDIN EN.CITE ]


	
	 AAGGCACCGATGATGCAG
	

	37
	 CTAGCCGGAATTGTCCAGTC
	1


[ ADDIN EN.CITE ]


	
	 GTCTCGTCGACGCCGTAT
	

	38
	 AACCTAGGAACGGTGACTCG
	1


[ ADDIN EN.CITE ]


	
	 GTTGTTGAACGGCAGCCAG
	

	39
	 GGTCACGTGGGTGTTGGT
	1


[ ADDIN EN.CITE ]


	
	 ATTGCTCAGGGCTCAGGTT
	

	40
	 AGGCAAGGACGCCAATTT
	1


[ ADDIN EN.CITE ]


	
	 GTTCTCGGTATACCACGCCT
	

	41
	 GTCATCCTGACCGTGGTGTT
	1


[ ADDIN EN.CITE ]


	
	 GGCTGAGGAGACTTTTGTGG
	

	42
	 GCTAAAGCTAAACCCCCACC
	1


[ ADDIN EN.CITE ]


	
	 CGACTATCGACGGACAACAA
	

	43
	 TCGTGGTGATGTCCACTTGT
	1


[ ADDIN EN.CITE ]


	
	 CGCTAAGAACATCGTCGTGA
	

	44
	 TCACGACGATGTTCTTAGCG
	1


[ ADDIN EN.CITE ]


	
	 GGCCTCGACATTACGTTGAT
	

	45
	 GATAGTTGAAGCCTGGCCC
	1


[ ADDIN EN.CITE ]


	
	 GGA GTG CGT AAT GTC TCC GA
	

	Primers used for 28 loci MIRU-VNTR analysis



	MIRU2
	TGGACTTGCAGCAATGGACCAACT
	2


[ ADDIN EN.CITE ]


	
	TACTCGGACGCCGGCTCAAAAT
	

	MIRU4
	GCGCGAGAGCCCGAACTGC
	2


[ ADDIN EN.CITE ]


	
	GCGCAGCAGAAACGTCAGC
	

	MIRU10
	GTTCTTGACCAACTGCAGTCGTCC
	2


[ ADDIN EN.CITE ]


	
	GCCACCTTGGTGATCAGCTACCT
	

	MIRU16
	TCGGTGATCGGGTCCAGTCCAAGTA
	2


[ ADDIN EN.CITE ]


	
	CCCGTCGTGCAGCCCTGGTAC
	

	MIRU20
	TCGGAGAGATGCCCTTCGAGTTAG
	2


[ ADDIN EN.CITE ]


	
	GGAGACCGCGACCAGGTACTTGTA
	

	MIRU23
	CAGCGAAACGAACTGTGCTATCAC
	2


[ ADDIN EN.CITE ]


	
	CGTGTCCGAGCAGAAAAGGGTAT
	

	MIRU24
	CGACCAAGATGTGCAGGAATACAT
	2


[ ADDIN EN.CITE ]


	
	GGGCGAGTTGAGCTCACAGAA
	

	MIRU26
	CCCGCCTTCGAAACGTCGCT
	2


[ ADDIN EN.CITE ]


	
	TGGACATAGGCGACCAGGCGAATA
	

	MIRU27
	TCGAAAGCCTCTGCGTGCCAGTAA
	2


[ ADDIN EN.CITE ]


	
	GCGATGTGAGCGTGCCACTCAA
	

	MIRU31
	ACTGATTGGCTTCATACGGCTTTA
	2


[ ADDIN EN.CITE ]


	
	GTGCCGACGTGGTCTTGAT
	

	MIRU39
	CGCATCGACAAACTGGAGCCAAAC
	2


[ ADDIN EN.CITE ]


	
	CGGAAACGTCTACGCCCCACACAT
	

	MIRU40
	GGGTTGCTGGATGACAACGTGT
	2


[ ADDIN EN.CITE ]


	
	GGGTGATCTCGGCGAAATCAGATA
	

	ETR-A
	AAATCGGTCCCATCACCTTCTTAT
	2


[ ADDIN EN.CITE ]


	
	CGAAGCCTGGGGTGCCCGCGATTT
	

	ETR-B
	ATGGCCACCCGATACCGCTTCAGT

	2


[ ADDIN EN.CITE ]


	
	CGACGGGCCATCTTGGATCAGCTAC
	

	ETR-C
	CGAGAGTGGCAGTGGCGGTTATCT
	2


[ ADDIN EN.CITE ]


	
	AATGACTTGAACGCGCAAATTGTGA
	

	Mtub04
	CTTGGCCGGCATCAAGCGCATTATT
	2


[ ADDIN EN.CITE ]


	
	GGCAGCAGAGCCCGGGATTCTTC
	

	Mtub21
	AGATCCCAGTTGTCGTCGTC
	2


[ ADDIN EN.CITE ]


	
	CAACATCGCCTGGTTCTGT A
	

	Mtub29
	GCCAGCCGCCGTGCATAAACCT
	2


[ ADDIN EN.CITE ]


	
	AGCCACCCGGTGTGCCTTGTATGAC
	

	Mtub30
	CTTGAAGCCCCGGTCTCATCTGT
	2


[ ADDIN EN.CITE ]


	
	ACTTGAACCCCCACGCCCATTAGTA
	

	Mtub34
	GGTGCGCACCTGCTCCAGATAA
	2


[ ADDIN EN.CITE ]


	
	GGCTCTCATTGCTGGAGGGTTGTAC
	

	Mtub39
	CGGTGGAGGCGATGAACGTCTTC
	2


[ ADDIN EN.CITE ]


	
	AGAGCGGCACGGGGGAAAGCTTAG
	

	QUB-11b
	CGTAAGGGGGATGCGGGAAATAGG
	2


[ ADDIN EN.CITE ]


	
	CGAAGTGAATGGTGGCAT
	

	QUB-26
	AACGCTCAGCTGTCGGAT
	2


[ ADDIN EN.CITE ]


	
	CCGTGCCGGCCAGGTCCTTCCCGAT
	

	QUB-4156
	TGACCACGGATTGCTCTAGT
	2


[ ADDIN EN.CITE ]


	
	GCCGGCGTCCATGTT
	

	QUB-18
	ATCGTCAGCTGCGGAATAGT
	3


[ ADDIN EN.CITE ]


	
	AATACCGGGGATATCGGTTC
	

	QUB-3232
	CAGACCCGGCGTCATCAAC
	4


[ ADDIN EN.CITE ]


	
	CCAAGGGCGGCATTGTGTT
	

	VNTR 4120
	GTTCACCGGAGCCAACC
	5


[ ADDIN EN.CITE ]


	
	GAGGTGGTTTCGTGGTCG
	

	VNTR 3820
	TGCGCGGTGAATGAGACG
	5


[ ADDIN EN.CITE ]


	
	ACCTTCATCCTTGGCGAC
	

	a See the references bellow. 
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