Table S5: Conserved S/R polymorphisms within the TEP1 CUB domain

Res ID | TEP1*R | TEP1*S | Location Hum C3 | Comment

797 V A MG?7 linker R915

800 R K K918

804 R S 33-4 strands R923

818 T F 1940

831 T K 4-5 loop S954 C3 Factor I cleavage site (954)
1142 |S N B7-8 strands S1283 | R2/"andR1, Cinr®

1143 | A T K1284

1147 K N R1288

1156 | Q E L1296

1159 |V L S1299

1160 D E E1300

1183 |V I MGS8 linker V1323 Factor | cleavage site (1321)
1187 N D H1327




