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	File name
	Title
	Description

	Dataset_S1
	Functional trait scorings
	Functional trait scorings for all taxa investigated

	Dataset_S2
	Calcification/ bioturbation scorings
	Calcification and bioturbation scorings for all taxa investigated

	Dataset_S3
	Analysed dataset
	All data analysed for biodiversity – ecosystem functioning relationships

	Document_S1
	Functional trait references
	Full citations for all literature used in scoring functional attributes of taxa investigated

	Supplementary_Methods_Figures_and_Tables
	Supporting methods, figures and tables
	Full methodological details, and three figures and six tables supporting the methodology and results of the manuscript

	R analysis script
	Analysis script
	Full analysis script relating to the investigation of biodiversity – ecosystem functioning relationships; for use in R




	
	
