[bookmark: _GoBack]Figure S1. ClustalW alignment between ARID3A and Dri. ‘*’, ‘:’ and ‘.’ indicate identical, strictly similar and similar residues, respectively. Residues for which mutations, described in ref. [9] are known to affect the DNA-binding properties are highlighted in yellow.



ARID3A	PDHGDWTYEEQFK---QLYELDGDPKRKEFLDDLFSFMQKRGTPVNRIPIMAKQVLDLFM 
Dri  	QNNG-WSFEEQFKQVRQLYEINDDPKRKEFLDDLFSFMQKRGTPINRLPIMAKSVLDLYE 
   	 :.**::*****   ****::.*********************:**:*****.****: 

ARID3A	LYVLVTEKGGLVEVINKKLWREITKGLNLPTSITSAAFTLRTQYMKYLYPYECEKRGLSN 
Dri	LYNLVIARGGLVDVINKKLWQEIIKGLHLPSSITSAAFTLRTQYMKYLYPYECEKKNLST 
       	** **  :****:*******:** ***:**:************************:.**.

ARID3A	PNELQAAIDSNR 
Dri	PAELQAAIDGNR 	 
   	* *******.** 






