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Human TNVFNATFHIWHSGQFGT aa267-284

Mouse TNVFNATFHIWHSGQFGT aa265-282
Frog TNVFNATFHIWHSGQFGT aa262-279
Lancelet TNVFNATFHIWHSGHFGT aa299-316
Anemone TNVFNSTFHIWHNGHFGT aa273-290
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