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Protein Taxonomy
Protein taxonomy analysis using MEGAN4 revealed that all the three CPCRI bacteria belonged to Gammaproteobacteria class. It further confirmed that CPCRI-1 and CPCRI-3 belonged to the Enterobacteriaceae family and showed that CPCRI-2 was a Pseudomonadaceae family member (Fig. S4).  A pie chart distribution generated at each node of the protein taxonomy tree revealed the presence of 4261 shared coding sequences (CDS) between CPCRI-2 and Pseudomonas genus. Specifically, 688 CDS are shared between the CPCRI-2 and the genome of the Pseudomonas putida species. CPCRI-1 and CPCRI-3 both shared ~4000 CDS with the Enterobacteriaceae family.  Additionally, CPCRI-1 shared 1412 CDS with the Enterobacter genus and 288 CDS with the Enterobacter cloacae species.  However, CPCRI-3 shared only 567 CDS with the Enterobacter genus. 
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