	Species
(Original strain)
	Specific temperature
	Strain
	Genotype
	Reference

	
	Incubation
	Heat-shock
	
	
	

	S. cerevisiae
(S288c)
	30°C
	42°C
	BY4741*
	MATa Δho ‡§||**
	[1]

	
	
	
	BY4742*
	MATα Δho †‡§||
	

	S. paradoxus 
(CBS432)
	30°C
	37°C
	JRY9134
	MATα ho::NAT †‡
	constructed as described in [2]

	
	
	
	MG030*
	MATα ho::URA3 †‡
	This study

	
	
	
	JBL026*
	MATa Δho †‡
	This study

	S. kudriavzevii 
(ZP591)
	22°C
	34°C
	FM1109*
	MATa ho::KanMX4
	[3]

	
	
	
	FM1110*
	MATα ho::KanMX4
	

	S. kudriavzevii 
(IFO1802)
	25°C
	37°C
	GIL2022*
	MATa ho::KanMX4
	www.genomics.princeton.edu/glang/

	
	
	
	GIL2023*
	MATα ho::KanMX4
	

	S. uvarum 
(CBS7001)
	25°C
	37°C
	JRY8153
	MATa ho::NAT †‡§¶
	[2]

	
	
	
	MG032*
	MATa ho::URA3 †‡§¶
	This study

	
	
	
	JBL033*
	MATα Δho †‡§¶
	This study

	*Strains used for PCA in this study
Auxotrophies: † lys2, ‡ ura3, § his3, ¶ trp, || leu2, **met15
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