Table S3. Bacterial strains used in this study

Species Strain background Reporter construct Mutation/ Notes
Complement
S. sonnei  53G NA WT -
(Formal et al., 1966)
S.sonnei  53G GFP from pFPV25.1 WT CarbR
(Valdivia et al., 2006)
S. sonnei  53G mCherry from WT Carb®
pFPV-mcherry
(Drecktrah et al., 2008)
S. sonnei 381 GFP from pFPV25.1 WT Clinical isolate H140860381 from C. Jenkins, Public
(Watson et al., 2018) Health England;
Carb®
S.sonnei  53G GFP from pFPV25.1 Atssb T6SS mutant with tssB replaced with aphA-3,
(This study) conferring Kanamycin resistance;
CarbR, Kan®
S.sonnei  53G GFP from pFPV25.1 Ag4c Capsule mutant with g4c cluster (genes ymcDCBA,
(Caboni et al., 2015) yeeZ, etp, etk) replaced with erm cassette conferring
resistance to Erythromycin;
Carb®, ErmR
S.sonnei  53G GFP from pFPV25.1 Amxid T3SS mutant, with mxiD replaced with aphA-3,
(Watson et al., 2018) conferring Kanamycin resistance;
CarbR, Kan®
S.sonnei  53G GFP from pFPV25.1 -pSS Phase Il S. sonnei, spontaneously cured from pSS
This study, based on virulence plasmid;
(McVicker et al., 2016)  CarbR
S. sonnei  53G NA AO-Ag O-Antigen mutant, with O-Ag biosynthesis operon (wbg
(Watson et al., 2019) wzy, 1S630, wbgVWXYZ) replaced with aphA-3, ci
Kanamycin resistance;
KanR
S.sonnei  53G GFP from pFPV25.1 AO-Ag O-Antigen mutant with O-Ag biosynthesis operon
(wbgTU, wzx, wzy, 1S630, wbgVWXYZ) replaced with
aphA-3, conferring kanamycin resistance;
CarbR, Kan®
S.sonnei  53G NA AO-Ag*PSSe-4g 0O-Ag biosynthesis operon (wzz, wbgTU, wzx, wzy,
(Watson et al., 2019) 1S630, wbgVWXYZ with 102 bp 5’ of wzz and 76 bp 3’
of whbgZ) from 53G inserted into pSEVA471:SmR
expressed in a S. sonnei 53G AO-Ag background;
KanR, SmR
S. flexneri  M90T-sm GFP WT Serotype 5a;
(Sansonetti et al, (Mostowy et al., 2010) CarbR, naturally SmR
1982)
S. flexneri  2457T GFP from pFPV25.1 WT Serotype 2a;
(Formal et al., 1958) Carb®
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