A) Same orthology inference
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B) Differing orthology inferences
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C) Inferred blocks
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Genomes with shared
parental assignmen

Xiphophorus maculatus
Tetraodon nigroviridis
Takifugu rubripes
Oryzias latipes
Oreochromis niloticus
Gasterosteus aculeatus | e e

Danio rerio

L L e M T T T T ey T VW LT T T e e T ey T e T e T I e
Astyanax mexicanus



