Fig. S2: Sequence alignment of the three porins from M. chelonae ATCC 35752.
The arrow denotes the position of the cleavage site of the signal peptides as predicted by SignalP 3.0.

HCH4691c
HCH4690c
HCH4689c
Consensus

HCH4691c
HCH4690c
HCH4689c
Consensus

1 10 20 30 0 50 60 70 80 90 100 110 120 130
I I
HKLLSKYSGHARHGLLAYGALYHTLYALFATAATAHAGLDDEL TLYDGKGRTLRIQQHDTFLHNGYFPLDRNRLTREMFHSGRAYYEYTGPGADAFEGTLELGYQYGYPHSLGYGLHFHYTTPHTSILYGL

HRGGYRRPLOMLARYFHLYYHAF TATATAHAGLDDEL TLYDGKGRTLRIOOHDTFLNGYFPLDRHRLTREHFHSGRAYYEYTGPGADAFEGTLELGYQYGYPHSLGYGLHNFHYTTPHTSILYGL
HRTGGIHQYHHNTLHRLYLAYAGYYGLAYIGTATAHAGLDDEL TLYDGKGRTLRIQQHDTFLNGYFPLDRNRLTREMFHSGRARYEYTGPARDTFEGTLELGYQYGYPHSLGYGLHFHYTTPHTSILYGL

Mevevoosfeolo b, v Av on vy, af . .LATAHAGLDDELTLYDGKGRTLRIQQHDTFLNGYFPLDRNRLTREHFHSGRAVYEYTGPgADaFEGTLELGYQYGYPHSLGYGLNFNYTTPNTSILYGI
131 140 150 160 180 190 200 210
I

170 220 224

I
PHAFGGNPEASYIQTTHLLPSAGINYDLGNGPGIQEYATFSYATAGPKGAYAYSHAHGTYTGAAGGYLLRPYARLISSAGDSYTTYGE THDHKX
PHAFGGGPEASYIQTTHLLPSAGINVDLGNGPGIQEYATFSYATAGPKGAYAYSHAHGTYTGARGGYLLRPYARLISSAGDSYTTYGETHDHKX
PNAFGGGPEASYIQTTHLLPSAGINYDLGNGPGIQEYATFSYATAGPKGAYAYSHAHGTYTGAAGGYLLRPYARLISSAGDSYTTYGE THDHKX
PHAFGGgPEASYIQTTHLLPSAGINYDLGHGPGIQEYATFSYATAGPKGAYAYSHAHGTYTGARGGYLLRPYARLISSAGDSYTTYGETHDHKX




