
Supplementary Figure S3: Expression of ATP-citrate synthase (ACLY), acetyl-CoA carboxylase 

alpha (ACACA), fatty acid synthase (FASN), and carnitine palmitoyltransferase 1A (CPT1A) in 

normal human mammary tissue and human breast cancers of different subtypes in the breast cancer 

The Cancer Genome Atlas (TCGA) dataset. *Significantly different (P<0.05) by one-way 

ANOVA followed by Bonferroni’s correction.  
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