Supplementary Figure S3: Expression of ATP-citrate synthase (ACLY), acetyl-CoA carboxylase
alpha (ACACA), fatty acid synthase (FASN), and carnitine palmitoyltransferase 1A (CPT1A) in
normal human mammary tissue and human breast cancers of different subtypes in the breast cancer
The Cancer Genome Atlas (TCGA) dataset. *Significantly different (P<0.05) by one-way
ANOVA followed by Bonferroni’s correction.

ACLY

[Logo(normalized_count+1)]

FASN

[Logs(normalized_count+1)]

TCGA-BRCA
*
x
* x
_*_* —%
*

%

— %

Normal NorL LumA LumB HER2 Basal
n=114 n=23 n=421 n=192 n=67 n=141

TCGA-BRCA

- T X 3

Normal NorL LumA LumB HER2 Basal
n=114 n=23 n=421 n=192 n=67 n=141

ACACA

[Logs(normalized_count+1)]

CPT1A

[Logs(normalized_count+1)]

184

164

14-

12+

104

TCGA-BRCA
*
*
—_—
—
*
_

+:%F+ 2

201

164

12+

Normal NorL LumA LumB HER2 Basal
n=114 n=23 n=421 n=192 n=67 n=141

TCGA-BRCA

—I—%%%—I—_I_

Normal NorL LumA LumB HER2 Basal
n=114 n=23 n=421 n=192 n=67 n=141



