
Supplementary Figure S1: (A) Fatty acid synthesis pathway with chemical structures of 

intermediates and saturated fatty acids. (B) The effect of withaferin A (WA) treatment on mRNA 

expression of ATP-citrate synthase (ACLY), acetyl-CoA carboxylase alpha (ACACA), fatty acid 

synthase (FASN), and carnitine palmitoyltransferase 1A (CPT1A) from RNA-seq analysis. The 

results shown are mean ± SD (n=3). *Significantly different (P<0.05) by Student’s t-test.  
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