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Supplementary Figure 3. CRISPR screen to identify targets regulating the natural
host antitumor response. A, Volcano plot comparing ID-IgG and IC-IgG genes to show
whose inhibition can promote (blue) or inhibit (red) the host antitumor response. B, Top
10 candidates from (A) are shown. ID-IgG, B6 Ragl-/- mice were treated with control IgG,

IC-1gG, B6 WT mice treated with control 1gG.
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