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Supplementary Figure 3:  CDH17 and TRAILR2 protein expression and their correlation with BI 905711 minPOC  
in CRC cell lines. XY plot showing the correlation between CDH17(A) and TRAILR2(B) FACS measured protein 
(average log2 MFI) and BI 905711 min POC in 24 CRC cell lines. A significant inverse correlation of both TRAILR2 
and CDH17 protein expression with BI 905711 minPOC was detected. R squared and P value for the corresponding 
Pearson correlation are shown. (C) Distribution of the 24 CRC cell lines according to their sensitivity to BI 905711 
and with respect to CDH17 and TRAILR2 protein expression.
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